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:- ( I ) All questions are compulsoq" and carrl :qual marks.

t2) Dm$ suirablo diaqmfir whcre\'er nccessel1'.

Describe:

(a) Ferlures ol Genbank. .t

\b) DSSP. +

(c) IN IERPRO as r composile database I

{d) CSS as a repositorl for genomic sequencls. J

OR

tpl leatures of PlR. I

rql PRINTS. I
rr) BLOCK as a deri'"ed Jalabase. l
is) KEGG -1

Fxplain :

(a) PSI-BLAST algorithm. I

1t,) Searching seLlucnce patleri b) scanproslle. 'l

(cr Il\,lluer rolc in protile:Lnailsis. l
(J) Identihcarlon ol S\Ps. l

OR

! ox -i8601

www.sgbauonline.com

www.sgbauonline.com

http://www.sgbauonline.com
http://www.sgbauonline.com


+

ip) iiuics Lrsed lor .1.:i\:ri:on o; :cqu.rce patlela tn prisit.. I

(cl) I{.ie ri(;\1i\1.lir]l'rsc Ln ii:cnriilcation.t aiie:se ti:ic-. I

,a) )\.) sriir! i. 1

ri r li1te-!::!ic.l -garcn'.I( :nirps. i
\\ hiil is senc --\plain lhe strucrur:,.flr:kar'.ctii i:d eul,.rir,,ri.:.:res:rJ;esc;i.re:l:e
melhcds used ll.r :r?dialion cl prckila oti( sen(- ili,r(l.lr,- lr

OR

\\ i,.rt is CpC :sla.d l Fxlliin .:s role i ': ger:t' pre,licticr: :nd jes.ril-c r.\ one tc.)l ,.iscd tir C:C
isii]I1d anal)sis. lrj

D!'scrl be in J.t3i I role o1- caos. tails oJ qenomc luclicition :n !eii(-.me r.-rrmnqemen!. I (,

OR

Explain in detail rolc oi Br:ukpoint graphs. permur:rtion and lorting reversah in :on(--me
reafiangerneDi. j r)

Descr:be :

1rl Cene l\fressr.n Omnibus. l
L;r) -SACL ! irt.r.ase. i
l.c.r Sclilren(e:dsea,l,rslcrlng. .+

rJ r tricrnai:;ilion oi nicioenil\ uJta- I

OR

{p) Arrr) Expr.ss. 1

q r \[ic(:ar:r]; c.r:eo.rse .{

r, Charilcrc. brsej alrsirnng. .1

(s 1,:iJersun,jxu .i rricroirra,, Jalc. -l
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